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Supplementary Figure 1. Identification of cell populations within PBMC using a multi-color flow cytometry panel, modified from a 
published protocol (Maecker et al., 2012). After life/dead cell discrimination using PacificBlue staining, T and B cells were identified 
based on size and expression of CD3 or CD19. Subsequently, natural killer (NK) cells were determined based on granularity and staining for 
CD56. Plasmacytoid dendritic cells (PDC) were identified as CD11c- CD304+ cells. The remaining CD11c+ cell population does neither 
contain B, T, and NK cells nor PDC and mostly consists of CD14+ monocytes.  
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